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BSTRACT

In this talk, I will present some of the work done over the last two years as Head of the
“"Computational Biology and Biophysics” group at the John von Neumann Institute for
Computing (NIC). During that time I had access to a number of massive parallel
computers such as a BlueGene/L and, most recently, a BlueGene/P system that is now
the second fastest computer in the world. I will discuss applications of these
supercomputers to life sciences, especially the folding and interaction of proteins.
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